Supplementary Content
Supplementary Figure S1: Temporal development of Cryptococcus gattii ATCC 24065 biofilm on polystyrene surface monitored by measuring the biomass of sessile cells using crystal violet staining (OD570nm) method. The biofilm was formed in flat-bottomed 24-well plates. A suspension of 1.0 x 10 7 cells in 1.0 mL of SD broth was added to each well, and the plates were incubated at 37 o C for various time intervals (24, 48, 72, 96, 120, 144 and 168 h) . Fresh Sabourarud Dextrose medium was added at 120 and 168 h of incubation to evaluate the effect of nutrient availability on biofilm biomass development. After each incubation period, biofilm biomass was quantified after staining with 0.4% crystal violet, as described by Chandra et al., 2001 . The values represent the mean ± SD and are representative of three independent experiments performed in quintuplicate.
Supplementary Figure S2:
Scanning electron microscopy (SEM) images of Cryptococcus gattii ATCC 24065 biofilm formation on silicone (A), polyvinyl chloride (B) and glass (C) surfaces over 120 h of incubation at 37 °C. The biofilms were fixed with 2.5% (v/v) glutaraldehyde in 0.1 M sodium cacodylate buffer (pH 7.2) at room temperature. Post-fixation, the cells were dehydrated with a series of ethanol washes (15, 30, 50, 70, 80, 90, 95 and 100%) , critical-point dried with CO2, coated with gold and examined with a FEI Quanta 200 scanning electron microscope. Table S1 : Overview of the functional categories of 97 up-regulated transcripts in the Cryptococcus gattii ATCC 24065 biofilm after 48 h of incubation at 37 ºC in Sabouraud broth. The differentially overexpressed non-ribosomal transcripts in biofilm were searched for homologies in GenBank, using Basic Local Alignment Sequence Tool (BLAST) and UNIPROT databases, separately, to predict molecular functions. Categories and GO terms corresponding to biological process were obtained from analyses with Blast2Go software. 
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